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Commissioner: 

The Patentee respectfully requests the grant of this petition to correct a clerical 
error in the nucleotide sequence of SEQ ID NO: 1 and the parts of claims 1, 19 and 20 
referring thereto, in US patent No. 7,655,460. 



Nature of the error in SEQ ID NO: 1 

The clerical error in SEQ ID NO: 1 in the above-noted patent corresponds to a 
missing thymidine (T) at position 3969, which results in an erroneous SEQ ID NO: 1 
having 8378 residues. The correct sequence of SEQ ID NO: 1 comprises a thymidine 
(T) residue at position 3969 and has a length of 8379 residues. 



Correct SEQ ID NO: 1 was previously disclosed in priority application, parent 
application, and the instant application as filed 

The above-referenced patent claims priority from US provisional application No. 
60/167,623 and is a divisional of US application No. 09/718,355 (now abandoned; 
hereinafter the '355 application). The '623 application was filed with the USPTO on 
November 26, 1999 and contained a description of 52 pages and Figures 1-21 
disclosing a plurality of sequences. Figure 1 the '623 application disclosed the correct 
SEQ ID NO: 1 sequence and a copy thereof is attached as Annex A, with an arrow 
indicating the position of the thymidine (T) at position 3969. 

The '355 application, claiming priority from the '623 application, was filed with the 
USPTO on November 24, 2000 and included an informal sequence listing comprising 
72 pages. SEQ ID NO: 1 of this informal sequence listing contained the correct SEQ ID 
NO: 1 and a copy thereof is attached as Annex B, with an arrow indicating the position 
of the thymidine (T) at position 3969. During prosecution of the '355 application, a 
sequence listing in computer readable form (having 201 pages) was filed on December 
12, 2001 pursuant to a Notice requesting same issued by the USPTO on June 4, 2001. 
The above-mentioned clerical error in SEQ ID NO: 1 arose when the new sequence 
listing using the Patentln™ software was prepared. A copy of this erroneous SEQ ID 
NO: 1 is attached as Annex C, with a marking indicating the position 3969 which lacks 
a thymidine (T). 

US application No. 10/664,423 (hereinafter the '423 application; now US patent 
No. 7,655,460), was filed with the USPTO on September 17, 2003, claiming priority 
from the '623 application and claiming divisional status from the '355 application. The 
'423 application was originally filed with both the correct sequence listing (having 72 
pages) and the erroneous sequence listing (having 201 pages). US patent No. 
7,655,460 was issued on February 2, 2010 and contained the erroneous SEQ ID NO: 1. 
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Thus, the correct sequence for SEQ ID NO: 1 is fully supported by the 
priority document, the parent application and the application resulting in the 
subject patent as originally filed . No new matter is added. 

Corrections requested 

For the Examiner's convenience, a corrected replacement sequence listing is 
submitted herewith in computer readable form. Except for the corrected sequence of 
SEQ ID NO: 1 , the Patentee respectfully submits that the corrected sequence listing is 
identical to the sequence listing as granted in US patent No. 7,655,460. As the 
correction of SEQ ID NO: 1 is an insertion of a thymidine (T) at position 3969, the length 
of the corrected SEQ ID NO: 1 is increased by one nucleotide for a length of 8379 
residues (instead on 8378 residues). Claims 1, 19 and 20 refer to specific residue 
positions in SEQ ID NO: 1. Thus, these claims have been amended to reflect the 
changes in the residue numbering resulting from the corrected SEQ ID NO: 1 . Each of 
the requested amendments to claims 1, 19 and 20 have been specifically listed in the 
USPTO form PTO/SB/44 submitted herewith. For the Examiner's convenience, a copy 
of the claims with markings have also been submitted herewith. 

In the event that there are any questions concerning this Petition, the Examiner is 
respectfully urged to telephone the undersigned so that correction of the above-noted 
patent may be expedited. 

It is requested that, if this Petition is granted, the file be forwarded to the 
Certificate of Correction Branch for the issuance of an appropriate Certificate of 
Correction. 
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The required fee set forth in 37 C.F.R. § 1.20(a) is included. If the fee is 
inadvertently omitted, or should any additional fees under 37 C.F.R. §§ 1.16 to 1.21 be 
required for any reason relating to this document, or should an overpayment be 
included, the Commissioner is authorized to deduct or credit said fees from or to 
Fulbright & Jaworski Deposit Account No. 50-1212/GOUD:023USD2. 



Respectfully submitted, 



Date: July 6, 2011 



Fulbright & Jaworski L.L.P. 
98 San Jacinto Blvd., Suite 1 100 
Austin, Texas 78701 
(512)474-5201 



Charles P. Landrum 
Registration No.: 46,855 
Attorney for Patentee 



End: - Corrected sequence listing in computer readable format 

- Corrected claims with markings 

- PTO/SB/44 form 

- Annexes A-C 
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What is claimed is: 



1 . A purified human alpha subunit of an SCN1A sodium channel nucleic acid 

selected from the group consisting of: 

(a) a nucleic acid comprising a sequence encoding an alpha subunit of SCN1A 
selected from the group consisting of: 

(i) an alpha subunit of SCN1A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 188 which replaces an 
aspartic acid residue by a valine residue; 

(ii) an alpha subunit of SCN1A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 1238 which replaces a 
glutamic acid residue by an aspartic acid residue; 

(iii) an alpha subunit of SCN1A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 1773 which replaces a 
serine residue by a tyrosine residue; and 

(iv) an alpha subunit of SCN1A being at least 95% identical to the SCN1A 
alpha subunits in (i)-(iii) and comprising one of the mutations at amino 
acid position 188, 1238 or 1773; 

(b) an SCN1 A nucleic acid fragment selected from the group consisting of: 

(v) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 739 to 867 of SEQ ID NO: 1 , 

(vi) an amplified segment comprising the nucleic acid sequence from 
nucleotide 739 to 867 of SEQ ID NO: 1 having a mutation at 
nucleotide 828, 

(vii) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 39713970 to 41444 1 4 3 of SEQ ID NO: 1 , 

(viii) an amplified segment comprising the nucleic acid sequence from 
nucleotide 39713 970 to 41444443 of SEQ ID NO: 1 having a mutation 
at position 39793 078, 

(ix) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 55225524 to 57485747 of SEQ ID NO: 1 , and 



(x) an amplified segment comprising the nucleic acid sequence from 

nucleotide 55225524 to 57485747- of SEQ ID NO: 1 having a mutation 
at position 55835 582: and 
(c) a full-length complement of (a) or (b). 

2. The purified nucleic acid of claim 1 , wherein said alpha subunit SCN1 A nucleic 
acid encodes: 

(a) an alpha subunit of SCN1 A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 1 88 which replaces an 
aspartic acid residue by a valine residue; or 

(b) an alpha subunit of SCN1A at least 95% identical to the alpha subunit of 
SCN1 A as set forth in SEQ ID NO:3 and comprising a mutation 
corresponding to amino acid position 188 which replaces an aspartic acid 
residue by a valine residue. 

3. The purified nucleic acid of claim 1 , wherein said SCN1A nucleic acid fragment 
comprises a the nucleotide sequence as set forth in SEQ ID NO:190 or the nucleotide 
sequence as set forth in SEQ ID NO:192. 

4. The purified nucleic acid of claim 1 , encoding the alpha subunit of SCN1A set 
forth in SEQ ID NO:3, wherein an aspartic acid residue at position 188 is replaced by a 
valine residue. 

5. The purified nucleic acid of claim 1 , encoding the alpha subunit of SCN1 A set 
forth in SEQ ID NO:3, wherein a glutamic acid residue at position 1238 is replaced by an 
aspartic acid residue. 

6. The purified nucleic acid of claim 1 , encoding the alpha subunit of SCN1A set 
forth in SEQ ID NO:3, wherein a serine residue at position 1773 is replaced by a tyrosine 
residue. 



7. 



A vector comprising any one of the nucleic acids of claim 1 . 



8. An isolated cell harboring a vector of claim 7. 



9. A vector comprising any one of the nucleic acids of claim 2. 



10. An isolated cell harboring the vector of claim 9. 



11. A vector comprising any one of the nucleic acids of claim 3. 



12. An isolated cell harboring the vector of claim 1 1 . 



13. A vector comprising the nucleic acid of claim 4. 



14. An isolated cell harboring the vector of claim 1 3. 



15. A vector comprising the nucleic acid of claim 5. 



16. An isolated cell harboring the vector of claim 15. 



1 7. A vector comprising the nucleic acid of claim 6. 



1 8. An isolated cell harboring the vector of claim 1 7. 



19. A purified human SCN1A nucleic acid comprising a nucleic acid sequence 
selected from the group consisting of: 

(a) a nucleic acid sequence encoding an alpha subunit of SCN1 A selected from 
the group consisting of: 

(i) an alpha subunit of SCN1A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 188 which replaces an 
aspartic acid residue by a valine residue; 

(ii) an alpha subunit of SCN1A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 1238 which replaces a 
glutamic acid residue by an aspartic acid residue; 



(iii) an alpha subunit of SCN1 A as set forth in SEQ ID NO:3, comprising a 
mutation corresponding to amino acid position 1773 which replaces a 
serine residue by a tyrosine residue; and 

(iv) an alpha subunit of SCN1A being at least 95% identical to the SCN1 A 
alpha subunits in (i)-(iii) and comprising one of the mutations at amino 
acid position 188, 1238 or 1773; 

(b) an SCN1A nucleic acid fragment selected from the group consisting of: 

(v) an amplified segment comprising the nucleic acid sequence from 
nucleotide 739 to 867 of SEQ ID NO: 1 having a mutation at position 
828, 

(vi) an amplified segment comprising the nucleic acid sequence from 
nucleotide 39713870 to 41 4441'13 of SEQ ID NO:1 having a mutation 
at position 3979397-8, 

(vii) an amplified segment comprising the nucleic acid sequence from 
nucleotide 55225 524 to 57485 7-47 of SEQ ID NO: 1 having a mutation 
at position 55835 582: and 

(c) a full-length complement of (a) or (b). 

20. The nucleic acid of claim 19, wherein said nucleic acid sequence is selected from 
the group consisting of: 

(viii) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 739 to 867 of SEQ ID NO: 1 having a mutation at position 828, 

(ix) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 39713 970 to 4144 4143 of SEQ ID NO:1 having a mutation at 
position 39793 978: 

(x) an amplified segment consisting of the nucleic acid sequence from 
nucleotide 55225 524 to 57485 747 of SEQ ID NO: 1 having a mutation at 
position 55835 582: and 

(xi) a fulMength complement of (viii)-(x). 

21 . A vector comprising any one of the nucleic acids of claim 19. 



22. 



An isolated cell harboring the vector of claim 21 . 



23. A purified human alpha subunit of an SCN1A sodium channel nucleic acid 
comprising a nucleic acid sequence selected from the group consisting of: 

(a) a nucleic acid sequence encoding an alpha subunit of SCN1 A selected from 
the group consisting of: 

(i) an alpha subunit of SCN1A as set forth in SEQ ID NO:409, comprising a 
mutation corresponding to amino acid position 188 which replaces an 
aspartic acid residue by a valine residue; 

(ii) an alpha subunit of SCN1A as set forth in SEQ ID NO:410, comprising a 
mutation corresponding to amino acid position 1238 which replaces a 
glutamic acid residue by an aspartic acid residue; 

(iii) an alpha subunit of SCN1A as set forth in SEQ ID NO:41 1 , comprising a 
mutation corresponding to amino acid position 1773 which replaces a 
serine residue by a tyrosine residue; and 

(iv) an alpha subunit of SCN1A being at least 95% identical to the SCN1A 
alpha subunits in (ii)-(iii) and comprising one of the mutations at amino 
acid position 188, 1238 or 1773; and 

(b) a full-length complement of a). 



ANNEX A 

PETITION UNDER 37 CFR § 1.323 
TO CORRECT ISSUED US PATENT NO. 7,655,460 



760/13180.40 



tactgcagaggtctctggtgcatgtgtgtatgtgtg^ 
ctttgacacctmgcaagaaggaatctgaac^ttgcaactgaaggcaca^^ 

gataatmccttttaatcaggaamcatatgcagaataaatgg^aattaaaatgtgcaggatgacaagATGGAGCAAACAGTGC 

TTGTACCACCAGGACCTGACAGCTTCAACTTCTTCACCAGAGAATCTCTTGCGGCTA 

TrGAAAGACGCATTGCAGAAGAAAAGGCAAAGAATCCCAAACCAGACAAAAAAGA 

TGACGACGAAAATGGCCCAAAGCCAAATAGTGACTTGGAAGCTGGAAAGAACCTTC 

CATTTATTTATGGAGACATTCCTCCAGAGATGGTGTCAGAGCCCCTGGAGGACCTGG 

ACCCCTACTATATCAATAAGAAAACTTTTATAGTATTGAATAAAggGAAGGCCA 

TCTTCCGGTTCAGTGCCACCTCTGCCCTGTACATTTTAACTCCCTTCAATCCTCTTAG 

GAAAATAGCTATTAAGATTTTGGTACATTCATTATTCAGCATGCTAATTATGTGCACT 

ATTTTGACAAACTGTGTGTTTATGACAATGAGTAACCCTCCTGATTGGACAAAGAAT 

GTAGAATACACCTTCACAGGAATATATACTTTTGAATCACTTATAAAAATTATTGCA 

AGGGGATTCTGTTTAGAAGATTTTACTTTCCTTCGGGATCCATGGAACTGGCTCGATT 

TCACTGTCATTACATTTGCGTACGTCACAGAGTTTGTGGACCTGGGCAATGTCTCGG 

CATTGAGAACATTCAGAGTTCTCCGAGCATTGAAGACGATTTCAGTCATTCCAGG 

CCTGAAAACCATTGTGGGAGCCCTGATCCAGTCTGTGAAGAAGCTCTCAGATGTAAT 

GATCCTGACTGTGTTCTGTCTGAGCGTATTTGCTCTAATTGGGCTGCAGCTGTTCATG 

GGCAACCTGAGGAATAAATGTATACAATGGCCTCCCACCAATGCTTCCTTGGAGGA 

ACATAGTATAGAAAAGAATATAACTGTGAATTATAATGGTACACTTATAAATGAAA 

CTGTCITrGAGTTTGACTGGAAGTCATATATTCAAGATTCAAGATATCATTATTTCCT 

GGAGGGTTTTTTAGATGCACTACTATGTGGAAATAGCTCTGATGCAGGCCAATGTCC 

AGAGGGATATATGTGTGTGAAAGCTGGTAGAAATCCCAATTATGGCTACACAAGCTT 

TGATACCTTCAGTTGGGCTTTTTTGTCCTTGTTTCGACTAATGACTCAGGACTTCTGG 

GAAAATCTTTATCAACTGACATTACGTGCTGCTGGGAAAACGTACATGATATTTTTT 

GTATTGGTCATTTTCTTGGGCTCATTCTACCTAATAAATTTGATCCTGGCTGTGGTGG 

CCATGGCCTACGAGGAACAGAATCAGGCCACCTTGGAAGAAGCAGAACAGAAAGA 

GGCCGAATTTCAGCAGATGATTGAACAGCTTAAAAAGCAACAGGAGGCAGCTCAGC 

AGGCAGCAACGGCAACTGCCTCAGAACATTCCAGAGAGCCCAGTGCAGCAGGCAGG 

CTCTCAGACAGCTCATCTGAAGCCTCTAAGTTGAGTTCCAAGAGTGCTAAGGAAAGA 

AGAAATCGGAGGAAGAAAAGAAAACAGAAAGAGCAGTCTGGTGGGGAAGAGAAAG 

ATGAGGATGAATTCCAAAAATCTGAATCTGAGGACAGCATCAGGAGGAAAGGTTTT 

CGCTTCTCCATTGAAGGGAACCGATTGACATATGAAAAGAGGTACTCCTCCCC 
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ACACCAGTCTTTGTTGAGCATCCGTGGCTCCCTATTTTCACCAAGGCGAAATAGCAG 
AACAAGCCTTTTCAGCTTTAGAGGGCGAGCAAAGGATGTGGGATCTGAGAACGACT 
TCGCAGATGATGAGCACAGCACCTTTGAGGATAACGAGAGCCGTAGAGATTCCTTG 
TTTGTGCCCCGACGACACGGAGAGAGACGCAACAGCAACCTGAGTCAGACCAGTAG 
GTCATCCCGGATGCTGGCAGTGTTTCCAGCGAATGGGAAGATGCACAGCACTGTGG 
ATTGCAATGGTGTGGTTrCCTTGGTTGGTGGACCTTCAGTTCCTACATCGCCTGTTGG 
ACAGCTTCTGCCAGAGGTGATAATAGATAAGCCAGCTACTGATGACAATGGAACAA 
CCACTGAAACTGAAATGAGAAAGAGAAGGTCAAGTTCnTCCACGTlTCCATGGACT 
TTCTAGAAGATCCTTCCCAAAGGCAACGAGCAATGAGTATAGCCAGCATTCTAACA 
AATACAGTAGAAGAACTTGAAGAATCCAGGCAGAAATGCCCACCCTGTTGGTATAA 
ATTTTCCAACATATTCTTAATCTGGGACTGTTCTCCATATTGGTTAAAAGTGAAACAT 
GTTGTCAACCTGGTTGTGATGGACCCATTTGTTGACCTGGCCATCACCATCTGTATTG 
TCTTAAATACTCTTTTCATGGCCATGGAGCACTATCCAATGACGGACCATTTCAATA 
ATGTGCTTACAGTAGGAAACTTGGTTTTCACTGGGATCTTTACAGCAGAAATGTTTCT 
GAAAATTATTGCCATGGATCCTTACTATTATTTCCAAGAAGGCTGGAATATCTTTGA 
CGGTTTTATTGTGACGCTTAGCCTGGTAGAACTTGGACTCGCCAATGTGGAAGGATT 
ATCTGTTCTCCGTTCATTTCGATTGCTGCGAGTTTTCAAGTTGGCAAAATCTTGGCCA 
ACGTTAAATATGCTAATAAAGATCATCGGCAATTCCGTGGGGGCTCTGGGAAATTTA 
ACCCTCGTCTTGGCCATCATCGTCTTCATTTTTGCCGTGGTCGGCATGCAGCTCTTTG 
GTAAAAGCTACAAAGATTGTGTCTGCAAGATCGCCAGTGATTGTCAACTCCCACGCT 
Sj GGCACATGAATGACTTCTTCCACTCCTTCCTGATTGTGTTCCGCGTGCTGTGTGGGGA 
□ GTGGATAGAGACCATGTGGGACTGTATGGAGGTTGCTGGTCAAGCCATGTGCCTTAC 
*■* TGTCTTCATGATGGTCATGGTGATTGGAAACCTAGTGGTCCTGAATCTCTTTCTGGCC 

* TTGKnTCTGAGCTCATTTAGTGCAGACAACCTTGCAGCCACTGATGATGATAATGAA 
i ATGAATAATCTCCAAATTGCTGTGGATAGGATGCACAAAGGAGTAGCTTATGTGAA 
m AAGAAAAATATATGAATTTATTCAACAGTCCTTCATTAGGAAACAAAAGATTTTAGA 
I ~fi TGAAATTAAACC ACTTGATGATCTAAACAAC AAGAAAGAC AGTTGTATGTCCAATCA 
7 TACAGCAGAAATTGGGAAAGATCTTGACTATCTTAAAGATGTAAATGGAACTACAA 
ja, GTGGTATAGGAACTGGCAGCAGTGTTGAAAAATACATTATTGATGAAAGTGATTAC 
b* ATGTCATTCATAAACAACCCCAGTCTTACTGTGACTGTACCAATTGCTGTAGGAGAA 
rU TCTGACITTGAAAATTTAAAC ACGGAAGACTTTA GTAGTGAATC GGATCTGGAAG AA 
® AGCAAAGAGAAACTGAATGAAAGCAGTAGCTCATCAGAAGGTAGCACTGTGGACAT 

* CGGCGCACCTGTAGAAGAACAGCCCGTAGTGGAACCTGAAGAAACTCTTGAACCAG 
ifi AAGCTTGTTTCACTGAAGGCTGTGTACAAAGATTCAAGTGTTGTCAAATCAATGTGG 

AAGAAGGCAGAGGAAAACAATGGTGGAACCTGAGAAGGACGTGTTTCCGAATAGTT 

GAACATAACTGGTTTGAGACCITCATTGTmCATGATTCTCCTTAGTAGTGGTGCTC 

TGGCATTTGAAGATATATATATTGATCAGCGAAAGACGATTAAGACGATGTTGGAAT 

ATGCTGACAAGGTTTTCACTTACATTTTCATTCTGGAAATGCTTCTAAAATGGGTGGC 

ATATGGCTATCAAACATATTTCACCAATGCCTGGTGTTGGCTGGACTTCTTAATTGTT 

GATGTTTCATTGGTCAGTTTAACAGCAAATGCCTTGGGTTACTCAGAACTTGGAGCC 

ATCAAATCTCTCAGGACACTAAGAGCTCTGAGACCTCTAAGAGCCTTATCTCGATTT 

GAAGGGATGAGGGTGGTrGTGAATGCCCTTTTAGGAGCAATTCCATCCATCATGAAT 

GTGCTTCTGGTTTGTCTTATATTCTGGCTAATTTTCAGCATCATGGGCGTAAATTTGT 
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TTGCTGGCAAATTCTACCACTGTATTAACACCACAACTGGTGACAGGTTTGACATCG 

AAGACGTGAATAATCATACTGATTGCCTAAAACTAATAGAAAGAAATGAGACTGCT 

CGATGGAAAAATGTGAAAGTAAACrrTGATAATGTAGGATTTGGGTATCTCTCTTTG 

CTTCAAGTTGCCACATTCAAAGGATGGATGGATATAATGTATGCAGCAGTTGATTCC 

AGAAATGTGGAACTCCAGCCTAAGTATGAAGAAAGTCTGTACATGTATCTTTACTTT 

GTTATTTTCATCATCTTTGGGTCCTTCTTCACCTTGAACCTGTTTATTGGTGTCATCAT 

AGATAATTTCAACCAGCAGAAAAAGAAGTTTGGAGGTCAAGACATCTTTATGACAG 

AAGAACAGAAGAAATACTATAATGCAATGAAAAAATTAGGATCGAAAAAACCGCA 

AAAGCCTATACCTCGACCAGGAAACAAATTTCAAGGAATGGTCTTTGACTTCGTAAC 

CAGACAAGTTTTTGACATAAGCATCATGATTCTCATCTGTCTTAACATGGTCACAAT 

GATGGTGGAAACAGATGACCAGAGTGAATATGTGACTACCATTTTGTCACGCATCAA 

TCTGGTGTTCATTGTGCTATTTACTGGAGAGTGTGTACTGAAACTCATCTCTCTACGC 

CATTATTATTTTACCATTGGATGGAATATTTTTGATTTTGTGGTTGTCATTCTCTC^ 

TGTAGGTATGTTTCTTGCCGAGCTGATAGAAAAGTATTTCGTGTCCCCTACCCTGTTC 

CGAGTGATCCGTCTTGCTAGGATTGGCCGAATCCTACGTCTGATCAAAGGAGCAAAG 

GGGATCCGCACGCTGCTCTTTGCTTTGATGATGTCCCTTCCTGCGTTGTTTAACATCG 

GCCTCCTACTCTTCCTAGTCATGTTCATCTACGCCATCTTTGGGATGTCCAACTTTGC 

CTATGTTAAGAGGGAAGTTGGGATCGATGACATGTTCAACTTTGAGACCTTTGGCAA 

CAGCATGATCTGCCTATTCCAAATTACAACCTCTGCTGGCTGGGATGGATTGCTAGC 

ACCCATTCTCAACAGTAAGCCACCCGACTGTGACCCTAATAAAGTTAACCCTGGAAG 

CTCAGTTAAGGGAGACTGTGGGAACCCATCTGTTGGAATTTTCTTTTTTGTCAG 

ATCATCATATCCTTCCTGGTTGTGGTGAACATGTACATCGCGGTCATCCTGGAGAAC 

TTCAGTGTTGCTACTGAAGAAAGTGCAGAGCCTCTGAGTGAGGATGACTTT 

GAGATGTTCTATGAGGTTTGGGAGAAGTTTGATCCCGATGCAACTCAGTTCATGGAA 

TTTGAAAAATTATCTCAGTTTGCAGcTGCGCTTGAACCGCCTCTCAATCTGCCACAAC 

CAAACAAACTCCAGCTCATTGCCATGGATTTGCCCATGGTGAGTGGTGACCGGATCC 

ACTGTCTTGATATCITATTTGCTTTTACAAAGCGGGTTCTAGGAGAGAGTGGAGAGA 

TGGATGCTCTACGAATACAGATGGAAGAGCGATTCATGGCTTCCAATCCTTCCAAGG 

TCTCCTATCAGCCAATCACTACTACTTTAAAACGAAAACAAGAGGAAGTATCTGCTG 

TCATTATTCAGCGTGCTTACAGACGCCACCTmAAAGCGAACTGTAAAACAAGCTT 

CCTTTACGTACAATAAAAACAAAATCAAAGGTGGGGCTAATCTTCTTATAAAAGAA 

GACATGATAATTGACAGAATAAATGAAAACTCTATTACAGAAAAAACTGATCTGAC 

CATGTCCACTGCAGCTTGTCCACCTTCCTATGACCGGGTGACAAAGCCAATTGTGGA 

AAAACATGAGCAAGAAGGCAAAGATGAAAAAGCCAAAGGGAAATAAatgaaaataaataaa 

aataattgggtgacaaattgttta<^cctgtgaaggtgatgtatttttatc^ 

caaatctccttaaggtcagtgcctacaataagacagtgaccccttgtc^caaactgtgactctgtgtaaaggggagatgaccttgacaggag 

gttactgttctcactaccagctgacactgctgaagataagatgcacaatggctagte^ 

gattttggggttgfttaacatgaaacactttagtgtagtaattgtato 

ggattcatctttttgttaatccatgtgtttattatatg^ 

ccacctggggggtatggcaaccac^gccctcccagctacacaaagte^ 

gaaaaagtcacaagaaaaacaaattcttaaatttcaccatattt^ 

gaaatccagcccctagaccaagtagattatttgtgggtaggccagtaaatcta^ 
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taaatttctgctttttctfgcacttt^ 

ttttaccctgtggtgcacgtttgagcaaacaaataatgacctaagcacagto 
tttacacaggtaataaaatgtattctgtac^ 

gctcagaatctcatttatgagaaaccatatgtcagtggtaaagtcaaggaaattgttcaacagatcte 

agcactttaacagcttfflggttatttttacattttaagtggataacatatggt^ 

acctattaaatatgtgtttagaattttataa^ 

aattatcttcaggttgatatcacaatcact^ 

ggtagttgtagatttctgctttttaaattacatttgctaattttagato 

tttgcaattggaaaagggtttaaaattttatttatatttctggtagtacctgcactaactg^ 

fff cttcggtttatgtmcamcmggagtaatgctgctctagattgttctaaatagaatgtgggcttc^ 

p acttatatagtcaattacatcaggacattt^ 

^ aactgcatgctggaaaatgctactattatgctaaataatgctaaccaacatttaaaatgtg 

® 

m 
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ANNEX B 

PETITION UNDER 37 CFR § 1.323 
TO CORRECT ISSUED US PATENT NO. 7,655,460 



760/13180.40 
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SEQUENCE LISTING 



• tactgcagaggtctctggtgcatgtgtgtatgtgtgcgtttgtgtgtg^gtgtgtctgtgtgttctgccccagtgagactgcagcccttgtaafto 
ctttgacacctmgcaagaaggaatctgaacaattg(^ctgaaggcacattgttatcatctcgtcWgggtgatgctgttcctcactgca'gatg 
gataattttccttttaatcaggaatttcatatgcagaataaatggtaattaaaatgtgcaggatgacaagATGGAGCAAACAGTGC 

ttgtaccaccaggacctgacagcttcaacttcttcaccagagaatctcttgcggcta 

ttgaaagacgcattgcagaagaaaaggcaaagaatcccaaaccagacaaaaaaga 

tgacgacgaaaatggcccaaagccaaatagtgacttggaagctggaaagaaccttc 

catttatttatggagacattcctccagagatggtgtcagagcccctggaggacctgg 

acccctactatatcaataagaaaacttttatagtattgaataaagggaaggcca 

tcttccggttcagtgccacctctgccctgtacattttaactcccttcaatcctcttag 

gaaaatagctattaagattttggtacattcattattcagcatgctaattatgtgcact 

attttgacaaactgtgtgtttatgacaatgagtaaccctcctgattggacaaagaat 

gtagaatacaccttcacaggaatatatacttttgaatcacttataaaaattattgca 

aggggattctgtttagaagattttactttccttcgggatccatggaactggctcgatt 

tcactgtcattacatttgcgtacgtcacagagtttgtggacctgggcaatgtctcgg 

cattgagaacattcagagttctccgagcattgaagacgatttcagtcattccagg 

cctgaaaaccattgtgggagccctgatccagtctgtgaagaagctctcagatgtaat 

gatcctgactgtgttctgtctgagcgtatttgctctaattgggctgcagctgttcatg 

ggcaacctgaggaataaatgtatacaatggcctcccaccaatgcttccttggagga 

acatagtatagaaaagaatataactgtgaattataatggtacacttataaatgaaa 

ctgtctttgagtttgactggaagtcatatattcaagattcaagatatcattatttcct 

ggagggtt1 j 1 j agatgcactactatgtggaaatagctctgatgcaggccaatgtcc 

agagggatatatgtgtgtgaaagctggtagaaatcccaattatggctacacaagctt 

tgataccttcagttgggcttttttgtccttgtttcgactaatgactcaggacttctgg 

gaaaatctttatcaactgacattacgtgctgctgggaaaacgtacatgatatttttt 

gtattggtcattttcttgggctcattctacctaataaatttgatcctggctgtggtgg 

ccatggcctacgaggaacagaatcaggccaccttggaagaagcagaacagaaaga 

ggccgaatttcagcagatgattgaacagcttaaaaagcaacaggaggcagctcagc 

aggcagcaacggcaactgcctcagaacattccagagagcccagtgcagcaggcagg 

ctctcagacagctcatctgaagcctctaagttgagttccaagagtgctaaggaaaga 

agaaatcggaggaagaaaagaaaacagaaagagcagtctggtggggaAgagaaag 

atgaggatgaattccaaaaatctgaatctgaggacagcatcaggaggaaaggtttt 

cgcttctccattgaagggaaccgattgacatatgaaaagaggtactcctcccc 
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ACACCAGTCTTTGTTGAGCATCCGTGGCTCCCTATTTTCACCAAGGCGAAATAGCAG . 

AACAAGCCTTTTCAGCTTTAGAGGGCGAGCAAAGGATGTGGGATCTGAGAACGACT ■ 

TCGCAGATGATGAGCACAGCACCTTTGAGGATAACGAGAGCCGTAGAGATTCCTTG •' 

TTTGTGCCCCGACGACACGGAGAGAGACGCAACAGCAACCTGAGTCAGACCAGTAG'/ 

GTCATCCCGGATGCTGGCAGTGTTTCCAGCGAATGGGAAGATGCACAGCACTGTGG 

ATTGCAATGGTGTGGTTTCCTTGGTTGGTGGACCTTCAGTTCCTACATCGCCTGTTGG 

ACAGCTTCTGCCAGAGGTGATAATAGATAAGCCAGCTACTGATGACAATGGAACAA 

CCACTGAAACTGAAATGAGAAAGAGAAGGTCAAGTTCTTTCCACGTTTCCATGGACT 

TTCTAGAAGATCCTTCCCAAAGGCAACGAGCAATGAGTATAGCCAGCATTCTAACA 

AATACAGTAGAAGAACTTGAAGAATCCAGGCAGAAATGCCCACCCTGTTGGTATAA 

ATTTTCCAACATATTCTTAATCTGGGACTGTTCTCCATATTGGTTAAAAGTGAAACAT 

GTTGTCAACCTGGTTGTGATGGACCCATTTGTTGACCTGGCCATCACCATCTGTATTG 

TCTTAAATACTC1TTTCATGGCCATGGAGCACTATCCAATGACGGACCATTTCAATA 

ATGTGCTTACAGTAGGAAACTTGGTTTrCACTGGGATCTTTACAGCAGAAATGTTTCT 

GAAAATTATTGCCATGGATCCTTACTATTATTTCCAAGAAGGCTGGAATATCTTTGA 

CGGTTTTATTGTGACGCTTAGCCTGGTAGAACTTGGACTCGCCAATGTGGAAGGATT 

ATCTGTTCTCCGTTCATTTCGATTGCTGCGAGTTTTCAAGTTGGCAAAATCTTGGCCA 

ACGTTAAATATGCTAATAAAGATCATCGGCAATTCCGTGGGGGCTCTGGGAAATTTA 

ACCCTCGTCTTGGCCATCATCGTCTTCATTTTTGCCGTGGTCGGCATGCAGCTCTTTG 

GTAAAAGCTACAAAGATTGTGTCTGCAAGATCGCCAGTGATTGTCAACTCCCACGCT 

GGCACATGAATGACTTCTTCCACTCCTTCCTGATTGTGTTCCGCGTGCTGTGTGGGGA 

GTGGATAGAGACCATGTGGGACTGTATGGAGGTTGCTGGTCAAGCCATGTGCCTTAC 

TGTCTTCATGATGGTCATGGTGATTGGAAACCTAGTGGTCCTGAATCTCTTTCTGGCC 

TTGCTTCTGAGCTCATTTAGTGCAGACAACCTTGCAGCCACTGATGATGATAATGAA 

ATGAATAATCTCCAAATTGCTGTGGATAGGATGCACAAAGGAGTAGCTTATGTGAA 

AAGAAAAATATATGAATTTATTCAACAGTCCTTCATTAGGAAACAAAAGATTTTAGA 

TGAAATTAAACCACTTGATGATCTAAACAACAAGAAAGACAGTTGTATGTCCAATCA 

TACAGCAGAAATTGGGAAAGATCTTGACTATCTTAAAGATGTAAATGGAACTACAA 

GTGGTATAGGAACTGGCAGCAGTGTTGAAAAATACATTATTGATGAAAGTGATTAC 

ATGTCATTCATAAACAACCCCAGTCTTACTGTGACTGTACCAATTGCTGTAGGAGAA 

TCTGACTTTGAAAATTTAAACACGGAAGACTTTAGTAGTGAATCGGATCTGGAAGAA 

AGCAAAGAGAAACTGAATGAAAGCAGTAGCTCATCAGAAGGTAGCACTGTGGACAT 

CGGCGCACCTGTAGAAGAACAGCCCGTAGTGGAACCTGAAGAAACTCTTGAACCAG 

AAGCTTGTTTCACTGAAGGCTGTGTACAAAGATTCAAGTGTTGTCAAATCAATGTGG 

AAGAAGGCAGAGGAAAACAATGGTGGAACCTGAGAAGGACGTGTTTCCGAATAGTT 

GAACATAACTGGTTTGAGACCTTCATTGTTTTCATGATTCTCCTTAGTAGTGGTGCTC 

TGGCATTTGAAGATATATATATTGATCAGCGAAAGACGATTAAGACGATGTTGGAAT 

ATGCTGACAAGGTTTrCACTTACATTTTCATTCTGGAAATGCTTCTAAAATGGGTGGC 

ATATGGCTATCAAACATATTTCACCAATGCCTGGTGTTGGCTGGACTTCTTAATTGTT 

GATGTTTCATTGGTCAGTTTAACAGCAAATGCCTTGGGTTACTCAGAACTTGGAGCC 

ATCAAATCTCTCAGGACACTAAGAGCTCTGAGACCTCTAAGAGCCTTATCTCGATTT 

GAAGGGATGAGGGTGGTTGTGAATGCCCTTTTAGGAGCAATTCCATCCATCATGAAT 

GTGCTTCTGGTTTGTCTTATATTCTGGCTAATTTTCAGCATCATGGGCGTAAATTTGT 
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TTGCTGGCAAATTCTACCACTGTATTAACACCACAACTGGTGACAGGTTTGACATCG 

AAGACGTGAATAATCATACTGATTGCCTAAAACTAATAGAAAGAAATGAGACTGCT 

CGATGGAAAAATGTGAAAGTAAACTTTGATAATGTAGGATTTGGGTATCTCTCTTTG 

CTTCAAGTTGCCACATTCAAAGGATGGATGGATATAATGTATGCAGCAGTTGATTCC 

AGAAATGTGGAACTCCAGCCTAAGTATGAAGAAAGTCTGTACATGTATCTTTACTTT 

GTTATTTTCATCATCTTTGGGTCCTTCTTCACCTTGAACCTGTTTATTGGTGTCATCAT 

AGATAATTTCAACCAGCAGAAAAAGAAGTTTGGAGGTCAAGACATCTTTATGACAG 

AAGAACAGAAGAAATACTATAATGCAATGAAAAAATTAGGATCGAAAAAACCGCA 

AAAGCCTATACCTCGACCAGGAAACAAATTTCAAGGAATGGTCTTTGACTTCGTAAC 

CAGACAAGTTTTTGACATAAGCATCATGATTCTCATCTGTCTTAACATGGTCACAAT 

GATGGTGGAAACAGATGACCAGAGTGAATATGTGACTACCATTTTGTCACGCATCAA 

TCTGGTGTTCATTGTGCTATTTACTGGAGAGTGTGTACTGAAACTCATCTCTCTACGC 

CATTATTATTTTACCATTGGATGGAATATTTTTGATTTTGTGGTTGTCATTCTCTCCAT 

TGTAGGTATGTTTCTTGCCGAGCTGATAGAAAAGTATTTCGTGTCCCCTACCCTGTTC 

CGAGTGATCCGTCTTGCTAGGATTGGCCGAATCCTACGTCTGATCAAAGGAGCAAAG 

GGGATCCGCACGCTGCTCTTTGCTTTGATGATGTCCCTTCCTGCGTTGTTTAACATCG 

GCCTCCTACTCTTCCTAGTCATGTTCATCTACGCCATCTTTGGGATGTCCAACTTTGC 

CTATGTTAAGAGGGAAGTTGGGATCGATGACATGTTCAACTTTGAGACCTTTGGCAA 

CAGCATGATCTGCCTATTCCAAATTACAACCTCTGCTGGCTGGGATGGATTGCTAGC 

ACCCATTCTCAACAGTAAGCCACCCGACTGTGACCCTAATAAAGTTAACCCTGGAAG 

CTCAGTTAAGGGAGACTGTGGGAACCCATCTGTTGGAATTTTCTTTTTTGTCAGTTAC 

ATCATCATATCCTTCCTGGTTGTGGTGAACATGTACATCGCGGTCATCCTGGAGAAC 

TTCAGTGTTGCTACTGAAGAAAGTGCAGAGCCTCTGAGTGAGGATGACTTT 

GAGATGTTCTATGAGGTTTGGGAGAAGTTTGATCCCGATGCAACTCAGTTCATGGAA 

TTTGAAAAATTATCTCAGTTTGCAGcTGCGCTTGAACCGCCTCTCAATCTGCCACAAC 

CAAACAAACTCCAGCTCATTGCCATGGATTTGCCCATGGTGAGTGGTGACCGGATCC 

ACTGTCTTGATATCTTATTTGCTTTTACAAAGCGGGTTCTAGGAGAGAGTGGAGAGA 

TGGATGCTCTACGAATACAGATGGAAGAGCGATTCATGGCTTCCAATCCTTCCAAGG 

TCTCCTATCAGCCAATCACTACTACTTTAAAACGAAAACAAGAGGAAGTATCTGCTG 

TCATTATTCAGCGTGCTTACAGACGCCACCTTTTAAAGCGAACTGTAAAACAAGCTT 

CCTTTACGTACAATAAAAACAAAATCAAAGGTGGGGCTAATCTTCTTATAAAAGAA 

GACATGATAATTGACAGAATAAATGAAAACTCTATTACAGAAAAAACTGATCTGAC 

CATGTCCACTGCAGCTTGTCCACCTTCCTATGACCGGGTGACAAAGCCAATTGTGGA 

AAAACATGAGCAAGAAGGCAAAGATGAAAAAGCCAAAGGGAAATAAatgaaaataaataaa 

aataattgggtgacaaattglttacagcctgtgaaggtgatgtatttttatcaacaggactcctttaggaggtcaatgccaaactgactgtttttaca 

caaatctccttaaggtcaglgcctacaataagacagtgaccccttgtcagcaaactgtgactctgtgtaaaggggagatgaccttgacaggag 

gttactgttctcactaccagctgacactgctgaagataagatgcacaatggctagtcagactgtagggaccagtttcaaggggtgcaaacctgt 

gattttggggttgtttaacatgaaacacmagtgtagtaattgtatccactgtttgcatttcaactgccacatttgtcacatttttatggaatctgttagt 

ggattcatctttttgttaatccatgtgtttattatatgtgactatttttgtaaacgaagtttctgttgagaaataggctaaggacctctataacaggtatg 

ccacctggggggtatggcaaccacatggccctcccagctacacaaagtcgtggtttgcatgagggcatgctgcacttagagatcatgcatga 

gaaaaagtcacaagaaaaacaaattcttaaatttcaccatatttctgggaggggtaatlgggtgataagtggaggtgctttgttgatcttgttttgc 

gaaatccagcccctagaccaaglagattatttgtgggtaggccagtaaatcttagcaggtgcaaactlcattcaaatgtttggagtcataaatgtt 

atgtttctttttgttgtattaaaaaaaaaacctgaatagtgaalattgcccctcaccctccaccgccagaagactgaattgaccaaaattactcttta 
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taaaffictgcttfficctgcactttgtttagccatctt^^ 

ttttaccctgtggtgcacgtttgagcaaacaaataatgacctaagcacagtatttattgcatcaaatatgtaccacaagaaat^^ 

tttacacaggtaataaaatgtattctgtaccamatagate 

gctcagaatctcatttatgagaaaccatatgjcagtggtaaagtcaaggaaatt^ 

agcactttaacagctttttggttatttttacattttaag^ 

acctattaaatatgtgtttagaatmataagcaaatataaatactgtaaaaag 

aattatcttcaggttgatatcacaatcacttttcttacmctgte^ 

ggtagttgtagatttctgctttttaaattacatttgctaat^ 

tttgcaattggaaaagggtttaaaatmamatamctggtagtacctgcacta^ 

cttcggmatgttttcatttctttggagtaatgctgctctagattgttctaaatagaatgtgggcttcata^ 

acttatatagtcaattacateaggacattttgtgmcttacagaagcaaaccataggrt^ 

aactgcatgctggaaaatgctactattatgctaaataatgctaaccaacatttaaaa^ 



( . 
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ANNEX C 



PETITION UNDER 37 CFR § 1.323 
TO CORRECT ISSUED US PATENT NO. 7,655,460 



760/13180.40 



SEQUENCE LISTING 

<110> Rouleau, Guy A. 

Lafreniere, Ronald G. 
Rochefort, Daniel 

<120> LOCI FOR IDIOPATHIC GENERALIZED EPILEPSY, MUTATIONS THEREOF AND METHOD 
USING SAME TO ASSESS, DIAGNOSE, PROGNOSE OR TREAT EPILEPSY 



<130> 


GOUD • 02 3USD2 


<140> 


UNKNOWN 


sill? 


^ V V J V J x / 


<140> 


09/718,355 


<141> 


2000-11-24 


<150> 


60/167,623 


<151> 


1999-11-26 


<160> 


408 


<170> 


Patentln version 3.1 


<210> 


1 


<211> 


8378 


<212> 


DNA 


<213> 


Homo sapiens 


<400> 


1 



tactgcagag 


gtctctggtg catgtgtgta 


tgtgtgcgtt tgtgtgtgtt 


tgtgtgtctg 


60 


tgtgttctgc 


cccagtgaga ctgcagccct 


tgtaaatact ttgacacctt 


ttgcaagaag 


120 


gaatctgaac 


aattgcaact gaaggcacat 


tgttatcatc tcgtctttgg 


gtgatgctgt 


180 


tcctcactgc 


agatggataa ttttcctttt 


aatcaggaat ttcatatgca 


gaataaatgg 


240 


taattaaaat 


gtgcaggatg acaagatgga 


gcaaacagtg cttgtaccac 


caggacctga 


300 


cagcttcaac 


ttcttcacca gagaatctct 


tgcggctatt gaaagacgca 


ttgcagaaga 


360 


aaaggcaaag 


aatcccaaac cagacaaaaa 


agatgacgac gaaaatggcc 


caaagccaaa 


420 


tagtgacttg 


gaagctggaa agaaccttcc 


atttatttat ggagacattc 


ctccagagat 


480 


ggtgtcagag 


cccctggagg acctggaccc 


ctactatatc aataagaaaa 


cttttatagt 


540 


attgaataaa 


gggaaggcca tcttccggtt 


cagtgccacc tctgccctgt 


acattttaac 


600 


tcccttcaat 


cctcttagga aaatagctat 


taagattttg gtacattcat 


tattcagcat 


660 


gctaattatg 


tgcactattt tgacaaactg 


tgtgtttatg acaatgagta 


accctcctga 


720 


ttggacaaag 


aatgtagaat acaccttcac 


aggaatatat acttttgaat 


cacttataaa 


780 


aattattgca 


aggggattct gtttagaaga 


ttttactttc cttcgggatc 


catggaactg 


840 







pat* I - t- nfer 4- a 
tciuL i»y v*y ca 


uy utdwdydy 


4- 4* 4* n f- nna /-« n 
utuybyyovu 


wyyy v*dd wy u 


900 

& W w 




ana ana t*hra 


y **y n» uww^ 


anpa 4» hrta an 
aywaucyaay 


a f*cf a t" t" fa a 
<ivyciui« t*i*ay 


4* na 4- fppanfl 
wo l> LW>wayy 


960 




a l. t»y yyy **y 


bbvCydLtta 


nfpf'nl'naan 

ytwLytyddy 


£1 A nn f* nf* na n 
day WritUL uay 


a f" nt* a a 4- na 4* 
d uy tdd tyd L. 


1 020 


uuLjja^ uy t»y 


4» 4*nt*n4- r»t-na 
i» lw uy w i»y a 


cmn4* aht" 4*nn 


t C tdd t Lyyy 


n t* nn a np t" n 
ctycdy(#tyt 


trah nnnna a 
tuauyyywaa 


1VOV 


/tnhna^Aa a 4* 

cccgaggaat 


a a /ih a 4- a /*♦ 

aaacgcacac 


ddt-ygCC CCC 


^*a nna a f nnh 

caccaatgct 


ucc teggagg 


a a n a 4" an Hat* 
daCdtaytdu 




a rta ana na a 4* 

agaaa a 9«lat 


acaacugcga 


dCCdCddugg 


LdCdCCLdLd 


a a 4" #»» a a a < » 1 

aaCyaoaCty 


4* n4* 4* 4" nan4* 4 s 

bcbutydyub 




4*nan4»nna an 

ugaccggaag 


tCatatattC 


9 ai~»a fr* 4- a a 

aagacccaag 


atdUCdUUdC 


lucc uggagg 


yttLttudyd 


JL A O U 




hnHrrna a a fr* a 

cy tyydddud 


y c t c tga ty c 


a nnn paat* n H 

dyyccdduy u 


ccayayyyab 


duauytyuyt 






dydddU twl>i*d 


a 4* 4- a hnnrf" a 


papaanpht" 4- 


nahappf* *^ na 
y d Law v» t# i» v*> e» 


nf- 4»nnnnt* 4* 4* 


1 3B0 

X -J D W 




4** 4*4- «na n4» a a 


fnantran/ra 


pffpf nnnaa 

cubCbyyyaa 


aa4-n4-f't"i*4»n 
ddWvtVLdbb 


a a pfna na 4* t" 


1 440 




yggaaaacg t 


apafrtafahf 
aLaLyatdL L. 


t-r-t-hrii-at-t-CT 


nf- n a f- 4- 4- 4- n 4- 


hnnnp f- na 4* ♦* 
L»y yy w Lwctui> 


1 R00 


a nnt» a a ^ a 


aah hhrtatr^ 
aabtt^jauv-u 


t~nrm 4- nt* nnt* 
i»y y w uy uyy u. 


nnnna fftrtPP 
yy^vd LyyLL 


4- a /-i ft *> nna a n 
L>dL«y ay y ciGiiv 


c*y <• c* \m \* ay y w 


1 560 

uo V 




n a a rrf* a na a r** 

y old y C dy d d C 


ana a anannr 
dyaaayayyc 


nnaahff pan 

cyddbutcay 


na nafnaffrt 
udyduyduuy 


-> a n a nphhaa 
ddwdyu u tact 


AO* W 


d d dy c a dway 


y dyy ^-«y c 


a nrarrno a<*rn 
dywayywayc 


aaPftrtPaapf 
aawyywddv t. 


nnnt*nanaa n 
yuL>Lv*ayaau 


a 4- 4- n n a na na 
attwuayaya 






y v-ciyy udyyc 


phpanapan 


pf Pflfptrraa 
bttdUbuydd 


flppfpt" aacri* 
ycL>uv> udciy u 


4-nan4»4«nnaa 


1740 


nart^rrnf" a a*"* 

gag tgctaag 


a a ana a a 

g aaag aaga a 


a 4" nnnanna a 

ate ggaggaa 


<«* a a a^"ta a a a 

gaaaagaaaa 


c aga any ay c 


an4"n4"nn4*nn 

eiy vctyy tyy 


1 800 


gyddyagdcia 


gaugciggdug 


a a 4* 4~ f-% >-» ja a a a 
ddutCCdddd 


dtCtyddLCL 


na a n a nn a 
yayyaCaywa 


4> na nn a nna a 
tvayyayy da 


i aso 


annf 4" 4* 4" nnn 

ayy t t-uueyc 




a a nnna a nnn 

ddyggaaccg 


dbtyaCdtab 


na a a a nannh 
y ddddy dy y u 


dwuccuvwww 


X ^ A 1/ 


a na nnan4»n4 > 

acaccagcc t 


ttyutgagca 


4* nnn4»^»»nn4» n 

uccgcggctc 


nnhaffffpa 


nna annnna a 

ccaaggcydd 


a 4» a nn ana an 
dtdycdyddu 


i Qftn 


aagCCttbtC 


ann4* t" 4" a in* art 

dye u t u dy ag 


nnnn a nn a a a 

yycyayCacla 


nna ^nhnnna 
gg»tytyyyd 


4*nl*nanaann 

Lutydyddcy 


a pffpnnana 
dwttcycdyd 


9 04 0 


4" na t~ na nn a n 
uy d uy dy vjdv. 


anpappH"hri 

dy LcLU' U-ULLVj 


anna 4- a anna 


ftanppflf" ana 
ydyecyuaya 


y at Lwv i« uy u 


4- fflt'pjppppft 
tr v*y wyvtwvy 


2100 


^ a n a *«rn a 

ac yacac g g a 


#v a y»# a a **** 0% a 

gagagacgea 


a^ia^r^««% a 

acagcaaccc 


gagccagacc 


an4* ann4>na 4" 

agcaggccac 


pppnfia4rtnt* 

cccyyatyct 




ggcagtgttt 


ecagegaatg 


ggaagatgea 


cagcactgtg 


gattgeaatg 


gcgcggtccc 




cttggttggt 


ggaccttcag 


ttcctacatc 


gcctgttgga 


cagcttctgc 


cagaggtgat 


2280 


aatagataag 


ccagctactg 


atgacaatgg 


aacaaccact 


gaaactgaaa 


tgagaaagag 


2340 


aaggtcaagt 


tctttccacg 


tttccatgga 


ctttctagaa 


gatccttccc 


aaaggcaacg 


2400 


agcaatgagt 


atagecagea 


ttctaacaaa 


tacagtagaa 


gaacttgaag 


aatccaggca 


2460 


gaaatgccca 


ccctgttggt 


ataaattttc 


caacatattc 


ttaatctggg 


actgttctcc 


2520 



atattggtta 


aaagtgaaac 


atgttgtcaa 


cctggttgtg atggacccat 


ttgttgacct 


2580 


ggccatcacc 


atctgtattg 


tcttaaatac 


tcttttcatg 


gccatggagc 


actatccaat 


2640 


gacggaccat 


ttcaataatg 


tgcttacagt 


aggaaacttg 


gttttcactg 


ggatctttac 


2700 


agcagaaatg 


tttctgaaaa 


ttattgccat 


ggatccttac 


tattatttcc 


aagaaggctg 


• 2760 


gaatatcttt 


gacggtttta 


ttgtgacgct 


tagcctggta 


gaacttggac 


tcgccaatgt 


2820 


ggaaggatta 


tctgttctcc 


gttcatttcg 


attgctgcga 


gttttcaagt 


tggcaaaatc 


2880 


ttggccaacg 


ttaaatatgc 


taataaagat 


catcggcaat 


tccgtggggg 


ctctgggaaa 


2940 


tttaaccctc 


gtcttggcca 


tcatcgtctt 


catttttgcc 


gtggtcggca 


tgcagctctt 


3000 


tggtaaaagc 


tacaaagatt 


gtgtctgcaa 


gatcgccagt 


gattgtcaac 


tcccacgctg 


3060 


gcacatgaat 


gacttcttcc 


actccttcct 


gattgtgttc 


cgcgtgctgt 


gtggggagtg 


3120 


gatagagacc 


atgtgggact 


gtatggaggt 


tgctggtcaa 


gccatgtgcc 


ttactgtctt 


3180 


catgatggtc 


atggtgattg 


gaaacctagt 


ggtcctgaat 


ctctttctgg 


ccttgcttct 


3240 


gagctcattt 


agtgcagaca 


accttgcagc 


cactgatgat 


gataatgaaa 


tgaataatct 


3300 


ccaaattgct 


gtggatagga 


tgcacaaagg 


agtagcttat 


gtgaaaagaa 


aaatatatga 


3360 


atttattcaa 


cagtccttca 


ttaggaaaca 


aaagatttta 


gatgaaatta 


aaccacttga 


3420 


tgatctaaac 


aacaagaaag 


acagttgtat 


gtccaatcat 


acagcagaaa 


ttgggaaaga 


3480 


tcttgactat 


cttaaagatg 


taaatggaac 


tacaagtggt 


ataggaactg 


gcagcagtgt 


3540 


tgaaaaatac 


attattgatg 


aaagtgatta 


catgtcattc 


ataaacaacc 


ccagtcttac 


3600 


tgtgactgta 


ccaattgctg 


taggagaatc 


tgactttgaa 


aatttaaaca 


cggaagactt 


3660 


tagtagtgaa 


tcggatctgg 


aagaaagcaa 


agagaaactg 


aatgaaagca 


gtagctcatc 


3720 


agaaggtagc 


actgtggaca 


tcggcgcacc 


tgtagaagaa 


cagcccgtag 


tggaacctga 


3780 


agaaactctt 


gaaccagaag 


cttgtttcac 


tgaaggctgt 


gtacaaagat 


tcaagtgttg 


3840 


tcaaatcaat 


gtggaagaag 


gcagaggaaa 


acaatggtgg 


aacctgagaa 


ggacgtgttt 


3900 


ccgaatagtt 


gaacataact 


ggtttgagac 


cttcattgtt 


ttcatgattc 


tccttagtag 


3960 


tgqtqctcqq 


catttgaaga 


tatatatatt 


gatcagcgaa 


agacgattaa 


qacgatqttg 

^ j —3 


4020 


gaatatgctg 


acaaggtttt 


cacttacatt 


ttcattctgg 


aaatgcttct 


aaaatgggtg 


4080 


gcatatggct 


atcaaacata 


tttcacgaat 


gcctggtgtt 


ggctggactt 


cttaattgtt 


4140 


gatgtttcat 


tggtcagttt 


aacagcaaat 


gccttgggtt 


actcagaact 


tggagccatc 


4200 


aaatctctca 


ggacactaag 


agctctgaga 


cctctaagag 


ccttatctcg 


atttgaaggg 


4260 



atgagggtgg 


ttgtgaatgc 


ccttttagga 


gcaattccat 


ccatcatgaa 


tgtgcttctg 


4320 


gtttgtctta 


tattctggct 


aattttcagc 


atcatgggcg 


taaatttgtt 


tgctggcaaa 


4380 


ttctaccact 


gtattaacac 


cacaactggt 


gacaggtttg 


acatcgaaga 


cgtgaataat 


4440 


catactgatt 


gcctaaaact 


aatagaaaga 


aatgagactg 


ctcgatggaa 


aaatgtgaaa 


4S00 


gtaaactttg 


ataatgtagg 


atttgggtat 


ctctctttgc 


ttcaagttgc 


cacattcaaa 


4560 


ggatggatgg 


atataatgta 


tgcagcagtt 


gattccagaa 


atgtggaact 


ccagcctaag 


4620 


tatgaagaaa 


gtctgtacat 


gtatctttac 


tttgttattt 


tcatcatctt 


tgggtccttc 


4680 


ttcaccttga 


acctgtttat 


tggtgtcatc 


atagataatt 


tcaaccagca 


gaaaaagaag 


4740 


tttggaggtc 


aagacatctt 


tatgacagaa 


gaacagaaga 


aatactataa 


tgcaatgaaa 


4800 


aaattaggat 


cgaaaaaacc 


gcaaaagcct 


atacctcgac 


caggaaacaa 


atttcaagga 


4860 


atggtctttg 


acttcgtaac 


cagacaagtt 


tttgacataa 


gcatcatgat 


tctcatctgt 


4920 


cttaacatgg 


tcacaatgat 


ggtggaaaca 


gatgaccaga 


gtgaatatgt 


gactaccatt 


4980 


ttgtcacgca 


tcaatctggt 


gttcattgtg 


ctatttactg 


gagagtgtgt 


actgaaactc 


5040 


atctctctac 


gccattatta 


ttttaccatt 


ggatggaata 


tttttgattt 


tgtggttgtc 


5100 


attctctcca 


ttgtaggtat 


gtttcttgcc 


gagctgatag 


aaaagtattt 


cgtgtcccct 


5160 


accctgttcc 


gagtgatccg 


tcttgctagg 


attggccgaa 


tcctacgtct 


gatcaaagga 


5220 


gcaaagggga 


tccgcacgct 


gctctttgct 


ttgatgatgt 


cccttcctgc 


gttgtttaac 


5280 


atcggcctcc 


tactcttcct 


agtcatgttc 


atctacgcca 


tctttgggat 


gtccaacttt 


5340 


gcctatgtta 


agagggaagt 


tgggatcgat 


gacatgttca 


actttgagac 


ctttggcaac 


5400 


agcatgatct 


gcctattcca 


aattacaacc 


tctgctggct 


gggatggatt 


gctagcaccc 


5460 


attctcaaca 


gtaagccacc 


cgactgtgac 


cctaataaag 


ttaaccctgg 


aagctcagtt 


5520 


aagggagact 


gtgggaaccc 


atctgttgga 


attttctttt 


ttgtcagtta 


catcatcata 


5580 


tccttcctgg 


ttgtggtgaa 


catgtacatc 


gcggtcatcc 


tggagaactt 


cagtgttgct 


5640 


actgaagaaa 


gtgcagagcc 


tctgagtgag 


gatgactttg 


agatgttcta 


tgaggtttgg 


5700 


gagaagtttg 


atcccgatgc 


aactcagttc 


atggaatttg 


aaaaattatc 


tcagtttgca 


5760 


gctgcgcttg 


aaccgcctct 


caatctgcca 


caaccaaaca 


aactccagct 


cattgccatg 


5820 


gatttgccca 


tggtgagtgg 


tgaccggatc 


cactgtcttg 


atatcttatt 


tgcttttaca 


5880 


aagcgggttc 


taggagagag 


tggagagatg 


gatgctctac 


gaatacagat 


ggaagagcga 


5940 



ttcatggctt 


ccaatccttc 


caaggtctcc 


tatcagccaa 


tcactactac 


tttaaaacga 


6000 


aaacaagagg 


aagtatctgc 


tgtcattatt 


cagcgtgctt 


acagacgcca 


ccttttaaag 


6060 


cgaactgtaa 


aacaagcttc 


ctttacgtac 


aataaaaaca 


aaatcaaagg 


tggggctaat 


6120 


cttcttataa 


aagaagacat 


gataattgac 


agaataaatg 


aaaactctat 


tacagaaaaa 


6180 


actgatctga 


ccatgtccac 


tgcagcttgt 


ccaccttcct 


atgaccgggt 


gacaaagcca 


6240 


attgtggaaa 


aacatgagca 


agaaggcaaa 


gatgaaaaag 


ccaaagggaa 


ataaatgaaa 


6300 


ataaataaaa 


ataattgggt 


gacaaattgt 


ttacagcctg 


tgaaggtgat 


gtatttttat 


6360 


caacaggact 


cctttaggag 


gtcaatgcca 


aactgactgt 


ttttacacaa 


atctccttaa 


6420 


ggtcagtgcc 


tacaataaga 


cagtgacccc 


ttgtcagcaa 


actgtgactc 


tgtgtaaagg 


6480 


ggagatgacc 


ttgacaggag 


gttactgttc 


tcactaccag 


ctgacactgc 


tgaagataag 


6540 


atgcacaatg 


gctagtcaga 


ctgtagggac 


cagtttcaag 


gggtgcaaac 


ctgtgatttt 


6600 


ggggttgttt 


aacatgaaac 


actttagtgt 


agtaattgta 


tccactgttt 


gcatttcaac 


6660 


tgccacattt 


gtcacatttt 


tatggaatct 


gttagtggat 


tcatcttttt 


gttaatccat 


6720 


gtgtttatta 


tatgtgacta 


tttttgtaaa 


cgaagtttct 


gttgagaaat 


aggctaagga 


6780 


cctctataac 


aggtatgcca 


cctggggggt 


atggcaacca 


catggccctc 


ccagctacac 


6840 


aaagtcgtgg 


tttgcatgag 


ggcatgctgc 


acttagagat 


catgcatgag 


aaaaagtcac 


6900 


aagaaaaaca 


aattcttaaa 


tttcaccata 


tttctgggag 


gggtaattgg 


gtgataagtg 


6960 


gaggtgcttt 


gttgatcttg 


ttttgcgaaa 


tccagcccct 


agaccaagta 


gattatttgt 


7020 


gggtaggcca 


gtaaatctta 


gcaggtgcaa 


acttcattca 


aatgtttgga 


gtcataaatg 


7080 


ttatgtttct 


ttttgttgta 


ttaaaaaaaa 


aacctgaata 


gtgaatattg 


cccctcaccc 


7140 


tccaccgcca 


gaagactgaa 


ttgaccaaaa 


ttactcttta 


taaatttctg 


ctttttcctg 


7200 


cactttgttt 


agccatcttc 


ggctctcagc 


aaggttgaca 


ctgtatatgt 


taatgaaatg 


7260 


ctatttatta 


tgtaaatagt 


cattttaccc 


tgtggtgcac 


gtttgagcaa 


acaaataatg 


7320 


acctaagcac 


agtatttatt 


gcatcaaata 


tgtaccacaa 


gaaatgtaga 


gtgcaagctt 


7380 


tacacaggta 


ataaaatgta 


ttctgtacca 


tttatagata 


gtttggatgc 


tatcaatgca 


7440 


tgtttatatt 


accatgctgc 


tgtatctggt 


ttctctcact 


gctcagaatc 


tcatttatga 


7500 


gaaaccatat 


gtcagtggta 


aagtcaagga 


aattgttcaa 


cagatctcat 


ttatttaagt 


7560 


cattaagcaa 


tagtttgcag 


cactttaaca 


gctttttggt 


tatttttaca 


ttttaagtgg 


7620 


ataacatatg 


gtatatagcc 


agactgtaca 


gacatgttta 


aaaaaacaca 


ctgcttaacc 


7680 



tattaaatat 


gtgtttagaa 


ttttataagc 


aaatataaat actgtaaaaa gtcactttat 


7740 


tttatttttc 


agcattatgt 


acataaatat 


gaagaggaaa ttatcttcag gttgatatca 


7800 


caatcacttt 


tcttactttc 


tgtccatagt 


actttttcat gaaagaaatt tgctaaataa 


7860 


gacatgaaaa 


caagactggg 


tagttgtaga 


tttctgcttt ttaaattaca tttgctaatt 


7920 


ttagattatt 


tcacaatttt 


aaggagcaaa 


ataggttcac gattcatatc caaattatgc 


7980 


tttgcaattg 


gaaaagggtt 


taaaatttta 


tttatatttc tggtagtacc tgcactaact 


8040 


gaattgaagg 


tagtgcttat 


gttatttttg 


ttcttttttt ctgacttcgg tttatgtttt 


8100 


catttctttg 


gagtaatgct 


gctctagttg 


ttctaaatag aatgtgggct tcataatttt 


8160 


tttttccaca 


aaaacagagt 


agtcaactta 


tatagtcaat tacatcagga cattttgtgt 


8220 


ttcttacaga 


agcaaaccat 


aggctcctct 


tttccttaaa actacttaga taaactgtat 


, 8260 


tcgtgaactg 


catgctggaa 


aatgctacta 


ttatgctaaa taatgctaac caacatttaa 


8340 


aatgtgcaaa 


actaataaag 


attacatttt 


ttatttta 


8378 
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<400> 2 
tactgcagag 


gtctctggtg 


catgtgtgta 


tgtgtgcgtt tgtgtgtgtt tgtgtgtctg 


60 


tgtgttctgc 


cccagtgaga 


ctgcagccct 


tgtaaatact ttgacacctt ttgcaagaag 


120 


gaatctgaac 


aattgcaact 


gaaggcacat 


tgttatcatc tcgtctttgg gtgatgctgt 


180 


tcctcactgc 


agatggataa 


ttttcctttt 


aatcaggaat ttcatatgca gaataaatgg 


240 


taattaaaat 


gtgcaggatg 


acaagatgga 


gcaaacagtg cttgtaccac caggacctga 


300 


cagcttcaac 


ttcttcacca 


gagaatctct 


tgcggctatt gaaagacgca ttgcagaaga 


360 


aaaggcaaag 


aatcccaaac 


cagacaaaaa 


agatgacgac gaaaatggcc caaagccaaa 


420 


tagtgacttg 


gaagctggaa 


agaaccttcc 


atttatttat ggagacattc ctccagagat 


480 


ggtgtcagag 


cccctggagg 


acctggaccc 


ctactatatc aataagaaaa cttttatagt 


540 


attgaataaa 


gggaaggcca 


tcttccggtt 


cagtgccacc tctgccctgt acattttaac 


600 


tcccttcaat 


cctcttagga 


aaatagctat 


taagattttg gtacattcat tattcagcat 


660 


gctaattatg 


tgcactattt 


tgacaaactg 


tgtgtttatg acaatgagta accctcctga 


720 


ttggacaaag 


aatgtagaat 


acaccttcac 


aggaatatat acttttgaat cacttataaa 


780 



